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ADDITIONS AND
CORRECTIONS

Contact Model for the Prediction of NMR N—H Order
Parameters in Globular Proteins [J. Am. Chem. Soc.
2002, 17124, 12654-12655]. Fengli Zhang and
Rafael Brischweiler*2406

Page 12654. In eq 1, it was inadvertently omitted that the
interatomic distances r,cll,k and r?k are defined by the corre-
sponding internuclear distances shortened by 1.2 A.

Supporting Information Available: Additional information
about eq 1. This material is available free of charge via the
Internet at http://pubs.acs.org.
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